Streptococcus mitis is a member of the mitis group of the genus Streptococcus, which includes commensal species of the oral cavity and upper respiratory tract. Here, we report 39 complete genome sequences of S. mitis strains isolated from the oral cavity and urogenital tract of a woman and her male sexual partner. S treptococcus mitis is an abundant member of the commensal microbiota of the upper respiratory tract and oral cavity (1, 2). Although it is considered to be a commensal species, S. mitis can cause a variety of invasive diseases in human (3). In order to increase our knowledge of this commensal bacterium, we isolated multiple strains of S. mitis from a woman and her male sexual partner. These strains were isolated from different anatomical sites and on different days. Here, we present the genome sequences for a subset of this collection.
lists all of the 39 S. mitis strains and their source, as well as their genome assembly statistics. The average GC content is 41%, similar to that reported in GenBank for other strains of the species. Annotations identified an average of 1,985 coding sequences (CDS) ( Table 1 ). The strains varied in their numbers of rRNA operons and tRNAs. The addition here of 39 genome sequences greatly increases our knowledge of the genetic diversity of this bacterial species within the oral and lower urinary tract microbiota.
Data availability. This whole-genome shotgun (WGS) project has been deposited in GenBank, and the accession numbers for each genome assembly are listed in Table 1 . The versions described in this paper are the first versions. Raw sequence data are publicly available in SRA for the 39 S. mitis strains; the accession numbers are listed in Table 1 . The WGS and SRA records are associated with BioProject number PRJNA316969.
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